Key indicators: single-crystal X-ray study; T = 291 K; mean (C-C) = 0.005 Å; R factor = 0.050; wR factor = 0.129; data-to-parameter ratio = 15.4.
Orthorhombic, Pca2 1 a = 19.7286 (11) Å b = 11.5659 (14) Å c = 17.8088 (18) Å V = 4063.6 (7) Å 3 Z = 8 Mo K radiation = 0.08 mm À1 T = 291 K 0.26 Â 0.22 Â 0.20 mm
Data collection
Bruker SMART APEX CCD diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2000) T min = 0.979, T max = 0.984 30693 measured reflections 7955 independent reflections 6221 reflections with I > 2(I) R int = 0.025 Refinement R[F 2 > 2(F 2 )] = 0.050 wR(F 2 ) = 0.129 S = 1.07 7955 reflections 516 parameters 1 restraint H-atom parameters constrained Á max = 0.19 e Å À3 Á min = À0.25 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) x; y À 1; z; (ii) Àx þ 3 2 ; y; z À 1 2 ; (iii) x À 1 2 ; Ày þ 1; z; (iv) x; y þ 1; z.
Data collection: SMART (Bruker, 2000) ; cell refinement: SAINT (Bruker, 2000) ; data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008) ; program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL.
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Comment
Indolizines and pyrazoles are important classes of bio-active drug targets in the pharmaceutical industry, as they are the core structure of numerous biologically active compounds (Tukulula et al., 2010; James et al., 2008; Teklu et al., 2005; McDonald et al., 2006; Jagerovic et al., 2002) . In our continuing studies on the synthesis and properties of heterocycles (Gu et al., 2011; Shen et al., 2008; Shen et al., 2006; Wang, et al., 2000) we have prepared ( Fig. 1 ) and determined the crystal structure of the title compound .
The molecular structure of the title compound is shown in Fig. 2 . There are two independent molecules is the asymmetric unit. The r.m.s deviation for the indolizine rings systems N1/C1-C8 and N6/C22-C29 are 0.030 and 0.028 Å, respectively. The dihedral angle between N1/C1-C8 and N2/N3/C11-C13 is 125.3 (3) °, N1/C1-C8 and N4/N5/C17-C19 is 8.6 (3)°, N6/C22-C29 and N7/N8/C32-C34 is 125.6 (3)°, and N6/C22-C29 and N9/N10/C38-C40 = 6.6 (3)°. In the crystal weak C-H···O and C-H···N hydrogen bonds link molecules to form a two-dimensional network parallel to (100).
Experimental
3-ethyl 1-methyl 5-methylindolizine-1,3-dicarboxylate was prepared through 1,3-dipolar cycloaddition according to a procedure described in the literature (Wang, et al., 2000) . A suspension of N-(carbethoxymethyl)-2-ethylpyridinium bromide (C 6 H 7 N + CH 2 COOC 2 H 5 .Br -) (10 mmol), methyl acrylate (40 mmol), Et 3 N (60 ml) and CrO 3 (80 mmol) in DMF (40 ml) was stirred at 363K for 4 h (monitored by TLC). The mixture was cooled to room temperature and poured into 5% aqueous HCl (150 mL). The deep brown power was collected by filtration and washed with ethanol (20 mL) After drying the solid was collected 1.32 g (51%).
3-ethyl 1-methyl 5-methylindolizine-1,3-dicarboxylate (5 mmol) was dissolved in 6 ml of ethanol and 30 ml 80% N 2 H 4 .H 2 O (45 mmol) was added dropwise. The solution was refluxed for 8 h and cooled to yield the product, 0.69 g (56%) as 5-methylindolizine-1,3-dicarbohydrazide. 5-methylindolizine-1,3-dicarbohydrazide (1 mmol) was dissolved in 2 ml acetic acid, then acetylacetone (4 mmol, dissolved in 4ml ethanol) was added. After stirring for 4 h, the mixture was purified by chromatography [silica gel, 20% ethyl acetate in petroleum ether (60 C90)] to yield colorless block crystals of the title compound, 0.26 g (70% Refinement H atoms were placed in calculated positions with C-H = 0.93 and 0.96Å. They were included in a riding-motion approximation with U iso (H) = 1.2 U eq (C) or 1.5 U eq (C methyl ).
Computing details
Data collection: SMART (Bruker, 2000) ; cell refinement: SAINT (Bruker, 2000) ; data reduction: SAINT (Bruker, 2000) ; program(s) used to solve structure: SHELXTL (Sheldrick, 2008) ; program(s) used to refine structure: SHELXTL (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication:
SHELXTL (Sheldrick, 2008) .
Figure 1
The reaction scheme.
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Figure 2
The asymmetric unit of title compound. Displacement ellipsoids at the 50% probability level. 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (16) 0.0511 (7) Symmetry codes: (i) x, y−1, z; (ii) −x+3/2, y, z−1/2; (iii) x−1/2, −y+1, z; (iv) x, y+1, z.
